CA
CA
CA
CA
CA

S S S S S
< + X < + X < + X < + X < + X
(ONONONO (ONONONO (ONONONO (ONONONO (ONONONO

>=95th
>=95th
>=95th
>=95th
>=95th

>=90th

BerlinLCS

>=85th
>=85th

>=90th
GRADY

>=90th

>=90th

PReDICT
u19

=85th
=85th

>
>

oWOoOWOo oWOoOWO oWLOoOWO oWOoOWO oWOoOWO
eRANC eRNANC eRANC CeRANC eRANC
\s=l=l=]= \s=l=l=]= \s=l=l=]= \s=l=l=]= \s=l=l=]=

abejusosad  aberjusoiad abejusoiad abejusoiad abejusoiad

Suppl. Figure 7

HBCS



Suppl. Figure 7: Distribution of the best models explaining variation in
DNAm across the five cohorts. Percentage of tested VMPs (n=36,091
sites) best explained by G, CA, G+CA or GxCA in each cohort using the

highest adjusted R? are depicted. Plots are stratified by MAD-score
cutoff in the adult cohorts.



